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NBAIM Microbial Culture Collection
The culture collection at NBAIM preserves and
conserves the microbial diversity of the country. The
collection is enriched every year through isolation efforts
made at the Bureau, deposits from organizations or
research workers through out the country and
repatriation of cultures of Indian origin. The collection
has wide diversity of fungi and includes more than 700
species belonging to 250 genera. Likewise the bacterial
collection has more than 100 species belonging to 35
genera.
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·

Salt tolerant PGPR identified
Bacterial inoculants developed to alleviate the harmful
effect of salinity for enhanced growth and yield of wheat in
saline soils were identified through sequencing of 16S rDNA
and the sequences were submitted to NCBI GenBank : Bacillus
pumilus (EU927407), B. aquimaris (EU927408), B. arsenicus
(EU927409), Arthrobacter sp. (EU927410), Bacillus cereus
(EU927411), Pseudomonas medicona (EU927412), Bacillus
subtilis (EU927413), Bacillus pumilus (EU927414) and
Bacillus aquimaris (EU927415).

Bacterial cultures identified through 16S
rDNA sequencing

Fig. : Diversity of microbes in culture collection

In order to assess the microbial diversity of different
regions in India, surveys were conducted for collecting
soil, plant and water samples. A total of 210 bacteria, 123
fungi and 98 actinomycetes were isolated.

Surveys undertaken
· Different regions of Indo Gangetic Plains
· Cold desert of Leh
· Mangrove ecosystem of Gujarat, Goa, Orissa and
Maharashtra
· Farmer's field at Lal Kuan-Uttrakhand irrigated with
paper mill effluent

·

An oligonucleotide 50 mer probe for identification of
genus Bacillus was designed from the internal
conserved regions of 16S rDNA following alignment
of 16s rDNA sequences of Bacillus, Bacillus derived
genera and Bacillus related genera. The probe is nonradioactively labeled and is in the process of
validation for its sensitivity and specificity.

Diversity analysis of Bacillus and fluorescent
Pseudomonas in Northern Indo- Gangetic plains
revealed species richness of these two genera in the
country. Functional diversity with regards to
production of IAA and siderophore, and Psolubilization revealed that over the years there has
been enrichment of species of Bacillus and
Pseudomonas that have lost PGP traits.

Alteromonadales bacterium, Arthrobacter sp., Bacillus
aquimaris, Bacillus arsenicus, Bacillus asahii, Bacillus cohnii,
Bacillus djibeloresis, Bacillus drentensis, Bacillus fumarioli,
Bacillus niacini, Bacillus oleronius, Bacillus senequalensis,
Bacillus sporothermodurans, Bacillus cereus, Bacillus humi,
Bacillus pumilus, Bacillus subtilis, Bacillus thuringiensis,
Chromohalobacter salexigens, Halomonas sp., Halomonas
variabilis, Marinobacter alkaliphilus, Marinobacter aquaeolei,
Marinobacter hydrocarbonoelasticus, Nitrinicola
lacisaponensis, Pseudomonas medicona, Streptomyces sp.,
Streptomyces variabilis

Sequences submitted
The Bureau submitted about 50 16S rDNA sequences of
some novel strains of bacteria to NCBI GenBank and
accession numbers were obtained.
l

Irrigation of field soils with effluent from paper and
pulp industry has a detrimental effect on the PGP
attributes of Bacillus species. It led to the enrichment
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of species that do not produce IAA or solubilize
phosphorus. Based on sequencing of 16S rDNA the
isolates in effluent treated soils were identified are
Bacillus humi, B. drentensis, B. asahii, B. cohnii, B.
pumilus, B. niacini, B. djibeloresis, B. fumarioli, B.
senequalensis, B. oleronius, and B. sporothermodurans.
l

Bacteria capable of growing at 20% NaCl and pH 12
were isolated from Sambhar salt lake. The molecular
analysis clustered the bacteria into 29 groups and the
sequencing of 16S rDNA led to the identification of
some of the bacterial species that are reported for the
first time in India.

Variable region 1

Halomonas sp., Marinobacter alkaliphilus, Marinobacter
hydrocarbonoelasticus, Halomonas variabilis,
Alteromonadales bacterium, Nitrinicola lacisaponensis,
Bacillus thuringiensis, Chromohalobacter salexigens,
Marinobacter aquaeolei, Ochrobactrum sp., Micrococcus sp.,
Tsukamurella sp., Bacillus horikoshi , Micrococcus luteus.
Mangrove ecosystem of Pullicat, Tamil Nadu was
found to have bacteria and fungi capable of growing
at 15-20% NaCl and 8% NaCl concentration
respectively.

Novel Psychrophilic fungi
Psychrophilic fungi capable of growing at 40C were
isolated from cold deserts of Leh. Novel psychrotolerant
species of fungi viz. Thelobacter sp., Asordina sibutii,
Geomyces sp., Penicillium sp., Ulocladium consortiale and
Ulocladium sp. were identified. Some of the species are
reported for the first time in India.
·

l

2

An allele specific PCR assay and a hybridization
assay were developed for the identification of plant
pathogenic fungi Fusarium udum. Based on the
sequence data from Topoisomerase-II gene (a housekeeping gene), a pair of oligonucleotide primer
(FUTF 5'-CCGCCAGAGGACTATCAAAC-3′) and
FUTR 5′-CGTCCGAAGCGAGGTGTATT-3′) and a
21 mer oligonucleotide probe (5'AGCAAATGCAAACTGGGTGAGG-3′) were
designed. Under optimised condition the probe
hybridised exclusively with DNA from Fusarium
udum strains. The assay appears to be a reliable tool
for the detection of Fusarium udum and may have
various applications in the diagnostics of plant
pathogenic fungi.
From mangrove ecosystem of Gujarat different
morphotypes of actinomycetes were isolated. All the
isolates could grow up to 2% NaCl, where as only 2
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Variable region 3

isolates S7 and S17 could grow at 10% NaCl
concentration. Interestingly, these two isolates were
obtained from the rhizosphere of Salicornia, a
succulent halophyte, which grows in salt marshes, on
beaches, and among mangroves. Six out of 21 isolates
were positive for plant growth promotion traits like
siderophore production and phosphate
solubilization. RFLP analysis of amplified 16S rDNA
using three restriction endonucleases viz., TaqI, MspI
and Hae III clustered the actinomycetes isolates into
18 groups.

Novel strains of bacteria identified from Sambhar lake

l

Variable region 2

Fig. : Multiple sequence alignment of Topoisomerase-II gene sequences of
Fusarium spp. Three variable regions are shown in blocks. Variable region 1
was used to pick up forward primer, Variable region 3 was used for reverse
primer and Variable region 2 was used to pick up a oligonucleotide probe.

l

A total of 166 methylotrophs were isolated from the
soil and plant samples. Crops like rice and sugarcane
harbors greater diversity of methylotrophs as
compared to cucurbits and vegetable crops. In
general, phyllosphere of crop plants supported
higher population as compared to rhizosphere.
Besides pink-pigmented methylotrophs, bacteria
with yellow, blue and purple pigmentation were also
isolated. Non-pigmented methylotrophs were
invariably isolated from all samples. From the
rhizosphere of Salicornia, methylotrophs that grows
profusely at 6% NaCl were isolated and may have a
role in the establishment of this plant in saline soils.
Of the total isolates, 43 were found to be good Psolubilizers. This is the first systematic diversity
analysis study on methylotrophs in the country and
would lead to the identification of many novel
species. These methyotrophs are in the process of
characterization for their proper utilization in
agriculture.

First Bacterial Genome Sequencing Project
The complete sequencing of genome of chickpea
Rhizobium strain Ca 181 is in progress at the Bureau. This is
the first attempt in the country to sequence the complete
bacterial genome. Short fragment genomic DNA library in
pUC 18 was prepared and 10000 clones were picked. The
sequencing of the inserts is in progress.

l

l

The long term irrigation of agricultural fields with
anaerobically digested molasses based distillery
effluent in Gajraula, Western Uttar Pradesh, caused
significant increase in microbial biomass carbon to
microbial biomass nitrogen ratio (Cmic : Nmic) from 3.72
to 6.48 in kharif season and from 4.34 to 7.62 in Rabi
season. The Cmic : Nmic ratio is often used to describe
the structure and the state of the microbial
community. A high Cmic : Nmic of 7 - 12 indicates that
the microbial biomass contains a higher proportion
of fungi, whereas a low value of 3 – 6 suggests that
bacteria predominate in the microbial population. In
the present study the Cmic : Nmic varied between 3.72 to
7.62 in effluent irrigated soils. The increase in Cmic :
Nmic suggests shift in bacterial community structure.
The community level physiological profiling of soil
microbes using BIOLOG showed significant shift in
C utilization pattern of effluent irrigated soils over
the control soil. Principal component ordination
diagram from 31 C source utilization pattern showed
clear separation of different C utilization. C sources
Glycogen, α- D–Lactose, β-Methyl-D- Glucoside, DMannitol, D- Galactonic Acid Lactone and l-Arginine
in particular showed more variation than other types
of carbons.
Long term application of pulp and paper mill
effluent in agricultural soils led to an increase in the
population of Gram positive bacteria. Among Gram
positive bacteria, actinomycetes population showed
more dominance. Based on morphological studies,
45 actinomycetes isolates were selected and were
found to produce xylanase (85-290 IU ml-1 min-1),
amylase (135-343 IU ml-1 min-1), cellulase (28-70 IU ml1
min-1) and protease (90-175 IU ml-1 min-1). 16S rDNA
PCR-RFLP analysis of selected actinomycetes using
three different restriction endonucleases MboI, DdeI
and TaqI grouped 45 isolates into 12 clusters, of
which 6 clusters were unique for the isolates from
effluent irrigated soil, whereas only 2 clusters were
unique for the isolates from control soil.

Brainstorming Session on 'Agricultural
Sustainability through Microbial Biotechnology:
Novel and Innovative Concept'
Microorganisms represent by far the richest
repertoire of molecular and metabolic diversity in
nature. They underlie basic ecosystem processes such as
the biogeochemical cycles and food chains, as well as
maintain vital and often elegant relationships between

themselves and higher organisms. The enormous
functional diversity across the country needs to be
deciphered and utilized to interweave microbes in
agriculture and allied sectors. Hence, it is necessary to
explore, preserve, conserve and utilize the unique
microbial flora of our country for fulfilling the emerging
food and nutritional needs, clean environment and
improved soil health for sustainable production.

Every microbial genome that has been sequenced to
date has provided new insight into biological processes,
activities, and potential of these species that was not
evident before the availability of the genome sequence.
Sequence databases and comparative tools are now more
easily accessible and allow for successful comparisons of
different genomes, the identification of metabolic
pathways and the analysis of transporter profiles across
various species. Most significantly, the tremendous
success of genome sequencing has allowed us to pursue
other avenues where we can now derive genomic
information from the multitudes of uncultivable
prokaryotic species and complex microbial populations
that exist in nature. The identification of new genes from
indigenous microbes will help in development of
transgenic crops tolerant to abiotic and biotic stress.
Under this backdrop, the National Academy of
Agricultural Sciences (NAAS) organized a
brainstorming session on “Agricultural Sustainability
through Microbial Biotechnology: Novel and Innovative
Concept” with Dr. Dilip K. Arora, Director NBAIM as the
convener. About sixty microbiologists, plant
pathologists, molecular biologists and policy makers
participated in the deliberation.
In inaugural address, Dr. P.L. Gautam, DDG (Crop
Science) felt that greater thrust has to be given on
microbial genomics. He emphasized that the ICAR
Network project on 'Application of Microorganisms in
Agriculture and Allied Sectors' (AMAAS) was launched
to answer many questions at one platform. He expressed
his concern over the deterioration of microbial diversity
due to management practices and urged the
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microbiologists to identify new variants of microbes that
are now extinct. The importance of National Genomic
Resource Centre in future was highlighted. Dr. S.
Ayyappan, DDG (Fisheries) discussed about the success
of microbes in improving the crop productivity,
importance of microbes isolated from extreme
environments and metagenomic approach to study
unculturable microbes and aquatic microbes. Dr. H.P.
Singh, DDG (Horticulture) stated that microbes can play
a challenging role for increasing the productivity of
horticultural crops and microbe- based technologies in
the form of product should be made available in the
country. Dr. T. P. Rajendran emphasized the need for
considering IP aspects of microbial research. Dr. D.K.
Arora, Convener made an overall presentation for the
issues to be discussed in the brainstorming session. The
brainstorming session had four theme areas: “Microbial
Structural and Functional Genomics – Novel and
Innovative Concepts”; “Role of Microbes as Nutrient
Mobilizers”; “Biofuel, Bioenergy and Bioeconomy: Role
of Microbes and Agrowaste Management" and Value
Added Products: Challenges Ahead”. The session had
nine key presentations by lead speakers (Dr. Sarvjeet
Kaur, Dr. A.K. Saxena, Dr. Prince Sharma, Dr. K.V.B.R.
Tilak, Dr. B. Venkateswarlu, Dr. K. Ramasamy, Dr. D.W.
Dhar, Dr. V. C. Kalia and Dr. R.H. Balasubramanya),
followed by panel discussion in an interactive mode
among all the participants. The detailed
recommendations emerging from the deliberations will
be brought out in the form of a policy paper. The
Chairman concluded the session with the following
remarks:
l

A database of microorganisms those are tolerant to
biotic and abiotic stresses should be developed for
proper utilization of microbes.

l

HRD to be developed in the area of gene mining from
microorganisms and allele mining from
unculturable microbes.

l

Major strategic actions flagged were: (i) Structural
and functional analysis of microbial diversity for its
utilization in agriculture and allied sectors, (ii)
Mining of genes from microorganisms for tolerance
to abiotic and biotic stress; (iii) Bio-prospecting of
unexplored microbes for relevant genes (iv)
Development of microbial consortium for utilization
of lignocellulosic residues for energy conversions
and for rapid composting of crop residues.

4
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Six monthly Review Meeting of ICAR Network
Project on 'Application of Microorganisms in
Agriculture and Allied Sectors'
The Six monthly Review Meeting of ICAR Network
Project on 'Application of Microorganisms in
Agriculture and Allied Sectors' was held on October 21,
2008 under the chairmanship of Dr. Dr. T.P. Rajendran,
ADG (PP). The meeting was attended by Dr. D.K. Arora,
Director NBAIM and National Coordinator, AMAAS
project and PI and Co-PI of the various projects under the
themes 'Microbial Diversity and Identification', 'Nutrient
Management, Biocontrol and PGPR'; and 'Microbial
Genomics'. Dr. Arora made a comprehensive
presentation of the significant research achievements of
the AMAAS project during March – September, 2008. Dr.
T.P Rajendran addressed the meeting and gave his
remarks on the progress of the project. Theme wise
presentations were made for each theme and were
followed by individual presentations of different centres.
The next meeting for the two themes: 'Agrowaste
Management, Bioremediation and Microbes in Post
harvest' and 'Microbial Management of Abiotic Stress' is
scheduled to be held on January 28, 2009.

Trainings Organized
1. National training program on “DNA Sequencing
and Microbial Identification” was organized from
September 1-7, 2008. It was attended by 40
participants from different ICAR Institutes/SAUs/
Universities. The major objectives of the training
were

l

l

Isolation of genomic DNA from different groups
of microbes.
PCR amplification of 16S rDNA from selected
bacteria and actinomycetes; and ITS or 28S rDNA
from fungi.

Microbial identification based on gene
sequencing: 16S rDNA-based microbial
identification for bacteria and actinomycetes and
28S rDNA-based microbial identification for fungi
and yeasts.
l Compilation of forward and reverse DNA
sequences into a consensus sequence .
l Sample comparisons by means of a phylogenetic
tree and sample comparison to GenBank, an
international DNA sequence database.
l Bioinformatic tools used in microbial sequencing
analysis.
2. National Training on “Microbial Chemical
Taxonomy: Polyphasic Approaches” was conducted
from 20th – 29th September 2008. It was attended by 35
participants from different Institutes/Universities
and has the following objectives:
l

l

l

l

l

l

Identification and characterization of
agriculturally important microorganisms (AIMs)
based on molecular techniques.
Biochemical characterization and identification of
AIMs based on Carbon Utilization Pattern
(BIOLOG).
Serological/Immunological differentiation
among microbes.
Protein profiling/FAME and its use in microbial
identification.
Bioinformatics tools used for microbial
identification and classification.

l

Attended the ASRB Selection Committee meeting on
29.07.08 at New Delhi.

l

Attended the third and final meeting of the Expert
Committee on Soil, Sediment and Microbial
Diversity” on 20.08.08 at NBA, Chennai.

l

Attended one day training programme on
“Biodiversity Standards and Digitization of
Natural History Collections and Data Cleaning”
held at NBRI, Lucknow on 22nd August 2008

l

Invited lecture at Burdwan University, Burdwan on
22-23 September 2008.

l

Attended the brain storming session at NBFGR,
Lucknow on 22.09.08.

l

Attended the meeting of Expert Committee for
evaluation of full proposals of the NRM (Plant, Soil,
Water Management & Microbes) group of projects
under the component 4 of the NAIP on 26.09.08.

l

Attended the Brainstorming session on 'Inputs to
Convention on Biological Diversity (CBD)
Secretariat on Issues of Access and benefit Sharing
(ABS)' on 4th October 2008 at NBPGR, New Delhi.

l

Attended the RPC meeting for the NAIP project at
Chennai on October 16-17, 2008.

l

Attended the 5th Dr. P. K. De Memorial Lecture held
on 25th October 2008 at NBSSLUP, Kolkata

l

Attended the XIX meeting ICAR Regional
Committee at IIVR, Varanasi on 21-22 November
2008.

l

Attended the ASRB Selection Committee Meeting on
03.12.2008 at New Delhi.

l

Attended ICAR Training – cum – Workshop on IP
and Technology Management scheduled at NBFGR,
Lucknow on 18-20th December 2008

Meetings Organized
l

Organized a National Training Programme on
“DNA sequencing and Microbial Identification”
from September 1-7, 2008.

l

Organized a National Training Programme on
“Microbial Chemical Taxonomy: Polyphasic
Approaches” from September 20-29, 2008.

l

Organized the Half Yearly Review meeting of the
project “Application of Microorganisms in
Agriculture and Allied Sectors” on 21.10.08 at
NASC, New Delhi.

l

Organized the First Pre QRT meeting of the NBAIM
at ICAR, Krishi Bhavan, New Delhi on 23.10.08.

Meetings Attended:
l

Attended the second meeting of the “Expert
Committee on Soil, Sediment and Microbial
Diversity” at National Biodiversity Authority
(NBA), Chennai on 21.07.2008.

l

Attended the consultative meeting with
stakeholders at CSIR Science Centre, New Delhi on
25.07.08.
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l

Organized one day brain storming session on
“Agricultural Sustainability through Microbial

Atul K. Singh, Binu M. Tripathi, Harmesh Sahay,
Ram Nageena Singh, Rajeev Kaushik, A. K. Saxena and
Dilip K. Arora (2008). Biochemichal and Molecular
Characterization of thermo-alkali tolerant Xylanase
producing Bacteria from thermal springs of Manikaran.
Indian Journal of Microbiology (Accepted).
Sudhir K. Upadhayay, Shweta Tiwari, Brijendra K.
Kashyap, Bharat Misra, Rameshwar Tiwari, Rajeev
Kaushik, D.P. Singh, A.K. Saxena and D.K. Arora (2008).
Utilization of salt tolerant PGPR for improving the
productivity of wheat crop under saline conditions.
World Journal of Microbiology and Biotechnology
(Under Revision).
Singh, A., Sahay, H., Kaushik, R., Saxena, A.K. and
Arora, D.K. (2008). Optimization of -amylase production
from a moderately thermophilic Micrococcus sp.
Bioresource Technology (Comm.)
Singh, D., Vardhan, S., Singh, R., Singh, R.N., Singh,
B.P., Kaushik, R., Saxena, A.K. and Arora, D.K. (2008).
Predominance of opportunist human pathogens in
Rajgiri thermal springs, India. Indian Journal of
Microbiology (Comm.)

Publications
Research Paper
Bandamaravuri Kishore Babu, S.S. Reddy, Mukesh
K. Yadav, M. Sukumar, Vijendra Mishra, A.K. Saxena
and Dilip K. Arora (2008)Genetic diversity of
Macrophomina phaseolina isolates from different
agroclimatic regions of India by using RAPD markers,
Indian J. Microbiology (Accepted).

D.Praveen Kumar, Rajesh Kumar Singh, Anupama
P.D, Sudheer Kumar, Alok K Srivastava and Arora, D.K.
(2008). Optimization of Exo-chitinase production from
Trichoderma asperillum (UTP-16) by using response
surface methodology, Current Microbiology (comm.)

je°^erÙe ke=âef<e GheÙeesieer met#cepeerJe yÙetjes keâe JeOe&ve meb«enCe
F jk"Vªh; d`f"k mi;ksxh lw{e&tho C;wjks dk lw{e laxzg dsUnz

ns'k esa lw{e tSfod fofo/krk dk laj{k.k ,oa vuqj{k.k
djrk gSA bl lw{e laxzg esa C;wjks Lrj ls] ns'k Hkj ds 'kks/k
drkZvksa }kjk O;fDrxr ,oa laLFkkxr :i esa Hksts x;s lw{e
o/kZuksa ls vkSj Hkkjrh; ewy ds lw{e o/kZuksa ds izR;korZu ls
izfro"kZ c<+ksRrjh gks jgh gSA bl lw{e o/kZu Hk.Mkj esa
250 tsusjk dh 700 ls vf/kd dod iztkfr;k¡ laxzghr gS]
mlh izdkj 35 tsusjk dh 100 ls vf/kd thok.kq iztkfr;k¡
gSaA
F Hkkjr dh foLr`r tSo fofo/krk ds ewY;kWdu gsrq ns'k Hkj ds
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dqN pqfuank LFkkuksa ls e`nk&ouLifr&ty ds uewus ysus ds
fy, C;wjks Lrj ls losZ fd;s tkrs gSa vkSj bu losZ
fdz;k&dykiksa }kjk bl vof/k esa dqy 210 thok.kq] 123
dod vkSj 98 ,DVhuksekbZlhV~l ds lw{e o/kZu izkIr fd;s
x;sA
losZ dk;Z&dyki ds {ks=&
F xaxk ds eSnkuh bykdksa esa
F ysg e:LFky ds B.Ms {ks=
F xqtjkr] xksok] mM+hlk vkSj egkjk"Bª ds fNNys ikuh ¼ySaxwu½

dh ouLifr ¼dPN iz{ks=½
F mRrjk[k.M

¼yky
dq¡vk½
fLFkr
vif'k"V&ty&izokg flafpr iz{ks=A

vkfnA
isij

fey

iz;ksx'kkyk Lrj ij lajf{kr fofo/k cSlhyl iztkfr;ksa ds 16
,l jkbckslksey Mh,u, ls cSlhyl oa'kØe dh igpku ds fy,
vksyhxksU;qfDy;ksVkbM 50 ,ebZvkj izksc rS;kj fd;s x;s gSaA ;s
izksc jsfM;ks lfØ;rk ls eqDr gSaA budh laosnu'khyrk vkSj
fof'k"Vrk izek.ku izfØ;k ds v/khu gSA
mRrjh baMks&xaxsfVd eSnkuksa esa cSlhyl vkSj Q~yksjslsaV
L;qMkseksukl ds tSo fofo/krk fo'ys"k.k ls ns'k ds eSnkuh bykdksa
esa bu lw{ethoksa dh l?ku ekStwnxh izdV gksrh gSA vkbZ,, vkSj
lkbMjksQksj vkSj QkWLQsV ?kqyu'khyrk dh dk;kZRed fofo/krk
v/;;u ls Li"V gksrh gS fd lkyksa igys cSlhyl vkSj
L;qMkseksukl izpqj ek=k esa jgs gSa vkSj ikfjfLFkfrdh; dkj.kksa ls
ftudh vc ikni o`f) dkjd fof'k"Vrk dk gzkl gks x;k gSA
yo.k lg~; ih th ih vkj igpkus x;s&
iz;ksx'kkyk Lrj ij 16 ,l jkbckslksey Mh,u, vuqØe }kjk
igpku djds yo.k e`nk esa xsg¡w dh l?ku [ksrh ds fy,
thokf.od Vhdksa ds fodkl us [kkjs ikuh ds gkfudkjd izHkkoksa
dks de djus ds izek.k fn;s gSaA ;s lw{etho ,uchchvkbZ thu
cSad esa lajf{kr dj fy, x;s gSaA buesa ls dqN tSls cSlhyl
I;qfeyl] cSlhyl bfDoesfjl] cSlhyl lhfj;l] L;qMkseksukl
esfMdksuk vkfnA
16 ,l jkbckslksey Mh,u, vuqØe }kjk C;wjks iz;ksx'kkyk es
thokf.od lw{e o/kZuksa dh igpku dh x;h muesa ls dqN gS&
gsykseksukl] esfjukscSDVj ,YdyhfQyl] L;qMkseksukl esfMdksuk]
LVsªsIVksekbZlht] vkFkksZcSDVj] ØkseksgsykscSDVj lhysDlhtsUl]
vYVªkseksusMSYl csDVhfj;e vkfnA
,ulhchvkbZ thu cSad esa izLrqr thu vuqØe bl izdkj gS&
isij fey vif'k"V ty dks Hkwfe esa cSlhyl iztkfr;ksa ds
ihthih xq.kksa dks izHkkfor djus okyk ik;k x;kA blds }kjk e`nk
esa vkbZ,, vFkok ?kqyu'khy QkLQksjl mRiUu u djus okyh
lw{e iztkfr;k¡ mRiUu gksrh ns[kh x;h gSaA
16 ,l jkbckslksey Mh,u, }kjk isij fey vif'k"V ty
folaØfer Hkwfe ds lw{ethoksa dh igpku dj yh x;h gSA ik;s
x;s dqN thok.kqvksa ds uke bl izdkj gS& cSlhyl g~;qekbZ]
cSlhyl MªsaVsaflal] cSlhyl Q~;qesjhvksyh] cSlhyl flusDosysafll

20 izfr'kr lksfM;e DyksjkbM vkSj ih,p 12 ij lao/kZu
djus okys lw{etho lk¡Hkj >hy ls i`Fkd dj izkIr fd;s x;s gSaA
vkf.od fo'ys"k.k }kjk bu thok.kqvksa dks 29 lewgksa esa j[kk x;k
gSA 16 ,l jkbckslksey Mh,u, dh igpku esa ik;k x;k fd
buesa lss dqN igyh ckj Kkr gq, gSaA tSls gsykseksukl
osfj;sfoyhl] vYVªkseksusMsYl cSDVhfj;e] ekbØksdksdlY;qfV;l]
esfjuksosDVj gkbMªksdkcZuksysLVhdl vkfnA iqyhdV ¼rfeyukMq½
ds rVorhZ i;kZoj.k e`nk esa ,sls thok.kq vkSj dod ik;s x;s tks
Øe'k% 15&20 izfr'kr vkSj 8 izfr'kr yo.k lkUnzrk esa Hkh
viuk ifjo)Zu dj ldrs gSaA
C;wjks iz;ksx'kkyk esa ukscsy lkbØksfQfyd QatkbZ [kksth
x;h&
ysg ds B.Ms jsfxLrkuksa ls 4 fMxh lsUVhxzsV ij fodkl djus
okyh lkbØksfQfyd dod i`Fkd fd;s x;s vkSj mudh igpku
dh x;hA buesa ls dqN iztkfr;kW igyhckj izdk'k esa vk;h gSaA
tSls& fFkyksosDVj] ,lksfMZuk flcqVkbZ] thvksekbZlht]
isuhflfy;e] ;qyksDysfM;e dalksZfV,Yl vkfnA
ikni jksx&tud dod Qqtsfj;e mMe dh igpku ds fy,
^^LisflfQd ihlhvkj** vkSj ^^gkbZfczMkbts'ku** fodflr fd;s
x;sA ;s tk¡p midj.k Qqtsfj;e mMe dh igpku ds fy, ,d
fo'oluh; lk/ku fl) gq, gSa vkSj ikni jksx&tud dod ds
mipkj ds fy, mi;ksx fd;s tk ldrs gSaA
xqtjkr ds dPN i;kZoj.k ls fofHkUu izdkj ds
,DVhuksekbZlhV~l i`Fkd fd;s x;sA ;s lHkh lw{etho 2 izfr'kr
lksfM;e DyksjkbM esa vfHko`f) dj ldrs gSasA dsoy nks
lw{etho ,l 7 vkSj ,l 17 10 izfr'kr yo.k lkUnzrk esa Hkh
fodkl djus esa l{ke ik;s x;s gSaA [kkl ckr ;g fd ;s nksuksa
lw{etho lsyhdksfuZ;k uked ikS/ks ds ewykax ls izkIr gq, gSa tks
dPN {ks= esa leqnzh fdukjs yo.kh; nyny esa mxrs gSaA v/;;u
fd;s x, 21 esa ls 06 lw{etho ykSg rRo vksj QkLQsV
?kqyu'khyrk tSls ikni o`f) o/kZd xq.kksa ls ;qDr ik;s x;s gSaA
,d vU; iz;ksx'kkyk v/;;u esa] e`nk vkSj ikni uewuksa ls
dqy 166 esFkkbykssVªksIl lw{etho i`Fkd fd;s x;sA ns[kk x;k fd
dn~nw vkSj 'kkd oxhZ; Qlyksa dh rqyuk esa /kku vkSj xUus tSlh
Qlyksa esa eSFkkbyksVªksIl dh tSo fofo/krk vf/kd gksrh gSA
lkekU;r% ikni Qlyksa esa ewy&{ks= dh rqyuk esa i.kZ&{ks= esa
vf/kd Qy yxrs gSaA lsyhdksfuZ;k ds ewykax ls] eSFkkbyksVªksIl
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tks fd 6 izfr'kr ,u,lh,y lkUnzrk esa cM+h rsth ls c<rs gSa]
dks i`Fkd fd;k x;kA blls yo.k&e`nk esa bu ikS/kksa dh LFkkiuk
esa enn fey ldrh gSA bu lw{ethoksa esa ls 43 dks QkLQsV dk
vPNk foyk;d ekuk x;kA Hkkjr esa eSFkkbyksVªksIl ij ;g
igyk vkSj d`eo) fofo/krk fo'ys"k.k v/;;u gS vkSj blls
dbZ vPNh lw{etSfod iztkfr;ksa dh igpku lEHko gks ldsxhA
d`f"k {ks= esa eSFkkbyksVªksIl lw{etho ds mfpr mi;ksx ds fy,
budk xq.kfpg~ukadu fd;k tk jgk gSA
C;wjks esa izFke tSokf.od thukse flDoasflax izk;kstuk ds
vUrxZr pus dh jkbtksfc;e thok.kq iztkfr lh,&181 ds thukse
dh iw.kZ lhDosaflax dk dk;Z izxfr ij gSA ns'k esa bl rjg dk
;g igyk iz;kl gSA rS;kj dh x;h ih;wlh&18 vkaf'kd thukse
Mh,u, ykbczsjh esa thok.kqvksa ds 10000 Dyksu rS;kj fd;s x;s
gSaA v/;;u gsrq j[ks x;s thok.kqvksa dh lhDosaflax dk dk;Z
izxfr ij gSA

fnyhi vjksM+k ds la;kstu esa ,d czsu LVkfeZax lS'ku cqyk;k
x;kA bl fopkjxks"Bh esa yxHkx 60 lw{etho foKkfu;ksa] ikni
jksx foKkfu;ksa] vkf.od foKkfu;ksa vkSj uhfr fu;arkvksa us Hkkx
fy;kA Mk0 ih ,y xkSre] mi egkfuns'kd ¼Q0 fo0½ }kjk C;wjks
esa py jghA MAAS usVodZ ifj;kstuk ds ek/;e ls bl fn'kk esa
py jgs iz;klksa dks lQy cukus ij tksj nsdj dgk fd Hkfo";
esa bu lHkh iz'uksa dk mRrj bl ifj;kstuk }kjk <wW<k tk ldsxkA
izks0 vjksM+k }kjk ^^czsu LVksfeZax lSlu** esa AMAAS usVodZ
ifj;kstuk dh orZeku vkSj Hkfo"; dh lEHkkoukvksa ij vius
fopkj izLrqr fd;sA
F 21 vDVwcj] 2008 dks Mk0 Vh0 ih0 jktsUnzu] l0 mi

egkfuns'kd ¼ik0 jks0 fo0½ dh v/;{krk esa ifj"knh; usVodZ
ifj;kstuk AMAAS "kB~ ekfld fjC;w ehfVax vk;ksftr dh
x;h vkSj vxyh ehfVax gsrq 08 tuojh] 2009 dh frfFk
fu;r dh x;hA

xqtjkr ,oa if'peh mRrj izns'k esa lhjk ls 'kjkc cukus
okyh QSDVfj;ksa ls fudys vif'k"V ty ls d`f"k {ks=ksa dh yEcs
le; rd flapkbZ djus ls e`nk esa ekbØksfc;y ck;ksekl dkcZu
o ekbØksfc;y ck;ksekl ukbVªkstu ds vuqikr esa [kjhQ lhtu esa
yxHkx nks xquh o`f) ns[kh x;h gSA

F vkyksP; vof/k esa nks y?kq vkof/kd izf'k{k.k dk;Zdze

isij fey vif'k"V ty izokg dk e`nk dh lw{etSfod
lajpuk ij gksus okys ifjorZuksa dk v/;;u djus ij ik;k x;k
fd buls yEcs le; rd flapkbZ djus ls e`nk esa xzke ikstsfVo
cSDVhfj;k dh ek=k c<+ tkus ds dkj.k e`nk esa ,DVhuksekbZlhV~l
lw{etho izpqj ek=k esa cuus 'kq: gks tkrs gSas vkSj bl lw{ethoksa
ls tkbysuSt] ,ekbZyst] lsY;qyst] izksfV,t iSnk gksus yxrk gSA

F bl vof/k esa 15 vkUrfjd ¼ifj"knh;½ ,oa okg~; ehfVax esa

vk;ksftr fd;s x;s ftuesa ls ,d ^^ Mh,u, lhDosaflax ,aM
ekbØksfc;y vkbMsfVfQds'ku* vkSj nwljk ekbØksfc;y
dSehdy VsDlksukseh% iksyhQsftd ,izkspst** ij vk/kkfjr
FkkA
C;wjks dk izfrfuf/kRo fd;k x;k ,oa C;wjks Lrj dh 06
foHkkxh; ehfVax vk;ksftr dh x;hA
Staff Joined

vkUrfjd ,oa okg~; lHkk] xksf"B;kW] ehfVax ,oa Vªsfuax
dk;Zdyki%
F d`f"k

,oa [kk| izlaLdj.k esa] Hkkstu ,oa iks"k.k
vko';drkvksa dks iwjk djus esa] e`nk dh moZjk 'kfDr c<+kus esa
lw{ethodksa dh vikj d`f"k lEHkkoukvksa dks /;ku esa j[k dj
^^us'kuy vdkneh Qkj ,xzhdYpjy lkbalst** ubZ fnYyh dh
vksj ls ^^lw{etSfod izkS|ksfxdh }kjk d`f"k dh lEiks"k.kh;rk**
fo"k; ij uwru ,oa ØkfUrdkjh n`f"Vdks.k izLrqr djus gsrq izks-
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